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Fig S1 Tissue expression pattern of genes involved in angiogenesis. Heatmap was constructed by comparing 20 628 

tissues. The x‐axis shows sampled tissues, with the prefix F_ for female and M_ for male samples, and the y‐axis 629 

shows genes.  630 

 631 
Fig S2 Tissue expression pattern of genes involved in regulation of vasoconstriction. Heatmap was constructed by 632 

comparing 20 tissues. The x‐axis shows sampled tissues, with the prefix F_ for female and M_ for male samples, 633 

and the y‐axis shows genes. Five genes (Ssc_10023120, Ssc_1004710, Ssc_10011522, Ssc_10023117 and 634 

Ssc_10023118) have a bias expression in ovarian wall and genitalia, three of which are Bdkrb2 genes 635 

(Ssc_10023117, Ssc_10023118 and Ssc_10023120).  636 

 637 



 638 

Fig S3 Tissue expression pattern of Bdkrb2 gene in mammals. A）Adult tissue expression pattern of Bdkrb2 gene 639 

in human (Homo sapiens). Bdkrb2 can express in uterus and placenta, however, the expression in placenta is lower. 640 

Data was extracted from RNA sequencing of total RNA from 20 human tissues project (PRJNA280600) on NCBI. 641 

B) Adult tissue expression pattern of Bdkrb2 gene in house mouse (Mus musculus). Bdkrb2 can express in placenta 642 

and ovary, however, the expression in ovary is lower. Data was extracted from Mouse ENCODE transcriptome 643 

project (PRJNA66167) on NCBI. C) tissue expression pattern of Bdkrb2 gene in Norway rat (Rattus norvegicus). 644 

Bdkrb2 has a high expression in uterus and the expression is increased with the development (from 2 weeks to 21 645 

weeks). Data was extracted from the project of a rat RNA-Seq transcriptomic BodyMap across 11 organs and 4 646 

developmental stages (PRJNA238328) on NCBI. 647 



 648 
Fig S4 Similarity comparison of nucleotide sequences of the Bdkrb2 ORF in black rock fish. Ssc_13, 649 

Ssc_10023113; Ssc_14, Ssc_10023114; Ssc_15, Ssc_10023115; Ssc_16, Ssc_10023116; Ssc_17, Ssc_10023117; 650 

Ssc_18, Ssc_10023118; Ssc_19, Ssc_10023119; Ssc_20, Ssc_10023120. The results are shaded to four levels. 651 

Dark shadows indicate very high conservative disability sites. 652 
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 655 

Fig S5 Similarity comparison of amino acid sequences of the Bdkrb2 ORF in black rock fish. Ssc_13, 656 

Ssc_10023113; Ssc_14, Ssc_10023114; Ssc_15, Ssc_10023115; Ssc_16, Ssc_10023116; Ssc_17, Ssc_10023117; 657 

Ssc_18, Ssc_10023118; Ssc_19, Ssc_10023119; Ssc_20, Ssc_10023120. The results are shaded to four levels. 658 

Dark shadows indicate very high conservative disability sites. 659 
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 661 

Fig S6 Expression pattern of genes involved in regulation of angiogenesis in the ovary in the reproductive cycle. 662 

A) Heatmap was constructed by comparing three kinds of samples at different stage of the reproductive cycle. The 663 

x‐axis shows sampled tissues with the prefix C. for connective tissue rich in blood vessels covering the egg 664 

membrane and E. for embryos and O. for ovarian wall. Arabic numerals represent different stages. 1, pre-665 

fertilization; 2, 1-cell; 3, 8-cells; 4, 16-cells; 5, gastrula stage; 6, 8-somites stage; 7, tailbud stage; 8, pre-hatching; 666 

9, hatching.  667 

 668 
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Fig S7 Expression pattern of genes involved in regulation of vasoconstriction in the ovary in the reproductive 670 

cycle. A) Heatmap was constructed by comparing three kinds of samples at different stage of the reproductive 671 

cycle. The x‐axis shows sampled tissues with the prefix C. for connective tissue rich in blood vessels covering the 672 

egg membrane and E. for embryos and O. for ovarian wall. Arabic numerals represent different stages. 1, pre-673 

fertilization; 2, 1-cell; 3, 8-cells; 4, 16-cells; 5, gastrula stage; 6, 8-somites stage; 7, tailbud stage; 8, pre-hatching; 674 

9, hatching. 675 
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Table S1 678 
  

Primer   Sequence 

Ssc_10023113_mRNA_Fw TAATACGACTCACTATAGGGAGAATGTCAAAGTTACCTTGTCTTTCTTT 

Ssc_10023113_mRNA_Rv TCAGCTTGAGACAGCTTTAATACT 

Ssc_10023117_mRNA_Fw TAATACGACTCACTATAGGGAGAATGTTCAACGTGTTTGTCCTG 

Ssc_10023117_mRNA_Rv TTATACTGATGTATTCAGTGTAGAGGA 
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